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25 


<210> 1 

<211> 2660 

<212> DNA 

<213> Homo sapiens 












30 


<400> 1 
tttgcaaaag 


aaactccagg 


attcttgaca 


gaaagttgtt 


gggttttggt 


tttggttttg 


60 


ttaagtagtt 


agttctacca 


atagtttgca 


aatagaccca 


ggcttgactg 


gcaattaacc 


120 




atgaaacttc 


tcattgggta 


ttttcgagac 


tactacgggg 


aatcagctac 


cagctttact 


180 


35 


gccatgtgga 


gaactgcacg 


agattccggg 


attggaatca 


aaatgctaat 


ttaaaaggtc 


240 




aagtgaagct 


gctcctcacg 


ttttggcgtg 


cctgcgctct 


ctgcaggcag 


aagcgaacaa 


300 


40 


agacccagca 


agagaaggca 


gaggctaaga 


cccatcccgt 


atctgctctc 


ctgaaataat 


360 


tctggagtca 


tgcctgaaat 


gccagaggac 


atggagcagg 


taagaactag 


caattcaaga 


420 




aatgaagcat 


tctagagtaa 


gagatgcttt 


aaaagcattc 


cagtgaacgc 


ctgctaaaac 


480 


45 


cagaattgtt 


gtgtaaagaa 


aatagaaacg 


ggtgtcattc 


atttccttaa 


aacataacct 


540 




cgggacatgg 


aagaataagc 


caactttagt 


tactgacccg 


gagaaccagg 


ttatgaaggg 


600 


50 


ctcagctaag 


tctcactagc 


tgacaataca 


gaattgcact 


ttcatttacc 


attttaaatg 


660 


caattatgta 


tataaagttt 


ctacataaat 


aaggatttta 


tctgtagtgt 


gttcccttcc 


720 




agatgttctt 


tgtctttgta 


tgaattgaat 


ctgctaacat 


aacttttagt 


ttcaggctgc 


780 


55 


tctctttaaa 


tgtatagact 


tagccaccac 


acgaagttgt 


atattgtcta 


tgttaagaat 


840 




ggcgtttgat 


tcgcatagac 


cctaccatca 


ttaaagaaaa 


tgattaaaaa 


ccatatccaa 


900 


60 


acatatgccc 


ctagaactgt 


acccaacttt 


tacggggaaa 


gtatcaagtc 


agattttcaa 


960 


aagcagccaa 


gttaaattct 


ttctgttcct 


caagactagg 


ctgctctgag 


aatcagaatg 


1020 




ctaattgcat 


atgcttgccc 


ttaaacctgc 


ttcacgttga 


agaatgaaga 


attaattttc 


1080 


65 


ttttctccca 


tagaaaggta 


agattacatc 


acgtgttgcg 


actagaaact 


ttaaaccgaa 


1140 



- 1 - 



ttcccagtta agagaaaaag tagtaagatg 
ccctcttctt tgttgtcccc tgattatgct 

5 

ccctaaataa agccaaactg atgaacagta 



aacataagaa acctcaggct gtcttcgatt 
10 aataaggaaa tgagtttttg ttgggggttg 



tggaaaactt ctttaaaagg ctgcttagtc 



ggagtcgggg aaaggcccta ggaaaatcca 

15 

gagcttgcta tcctgggcac acaagaaccc 



ctacacggcc tgtgccaggg tttactttct 
20 gaggactttt tgcggttttt aactggaagg 



cttaactttt aaaaggtggt agaacgccca 



gctcaccaag gctgggctcg tgtggcccaa 

25 

agagtgggct tgattctggt taaacccatt 



tctgtaatta tgggtaaagt ccaaggatct 
30 cttccttccc cctacaactt tttattttta 



atctcacaca caggtttttt ctttttttaa 



caaccctttt atttttattc cttgtctttt 

35 

tctagagatg tgtccattat gctctaccca 



gctttttatt ccacttttta tattgctcag 
40 cttgaaactc aaggcgatcc acttcaatct 



gtagaataaa aagcactcaa ataaaatctc 



tcagggcctt tcttttgtgt gtcgctttaa 

45 

gcgtacccgc cctctttctg gggcgtcggc 



ggcagcggaa gccggaagcg gcgagcgggg 
50 ggcgtctgag ctgaggcccg cgtcgatcct 



gcggcgtgaa gacggcgggc 



55 <210> 2 

<211> 21 

<212> DNA 

<213> Homo sapiens 

60 <400> 2 

ctctctgtaa ggtggatttg t 



65 



atcttggctg 


ctcccccggc 


cctcttcccg 


1200 


tgtttagcgc 


tggggcagtc 


ctcaaggatt 


1260 


atagcctgtg 


tttaaaaaaa 


aaaaaatcgg 


1320 


actgttctag 


agaaacttta 


tgtttacacg 


1380 


aggaggaagg 


aaagtcatgg 


tgttctgacg 


1440 


tttagtttga 


aaataaacca 


aaaaggttta 


1500 


gacagtggtc 


acgtttgtgg 


acgacgttta 


1560 


ttggactgtt 


cggtgcaaag 


ttggcaaatc 


1620 


gcatcaattt 


cacaggcgtc 


cagcctggct 


1680 


gaaataagtc 


ggcatcagca 


cttagggctg 


1740 


gccttacacg 


ctgctgctta 


aattctcggt 


1800 


tcctgcaatc 


cccgaggcgg 


tgtttcttaa 


1860 


aagaagtcgg 


accccgggct 


cgtttcttgt 


1920 


gcgttttgaa 


gaggtaccta 


agtagttcat 


1980 


attagttaaa aatagtttta 


catttttgat 


2040 


gcatcccagg 


aagacaaatg 


gctcagacgc 


2100 


tctaaatctt 


tcaaaacccc 


cacctagagc 


2160 


cctccgcccc 


cgcccccatg 


actttaaaat 


2220 


tcgatcctca 


tgcactgcgc 


agtctgcaaa 


2280 


tttcccgagt 


caagaaaaaa 


aggaaaaaaa 


2340 


cgaaacaaaa 


cctgaattca 


ctgcctaagg 


2400 


gcatcggcgc 


gtgggctggg 


QQcacraccQC 


2460 


ggagcgtggc 


caatcaacgg 


gcgcggctat 


2520 


tcgttctggg 


cctaggggag 


gcgggccgag 


2580 


gggttggagg 


aggtggcggc 


cgctgaggct ' 


2640 
2660 



-2- 



<210> 3 

<211> 23 

<212> DNA 

<213> Homo sapiens 

5 

<400> 3 

cattctcttc tctgctagct gcc 23 

10 <210> 4 

<211> 33 

<212> DNA 

<213> Homo sapiens 

15 <400> 4 

cccaagctta acccaacaca aataaactaa tga 33 

<210> 5 

20 <211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 5 

25 gcaacaagtc agcaaacatg g 21 

<210> 6 

<211> 22 

30 <212> DNA 

<213> Homo sapiens 



35 



45 



50 



60 



65 



<400> 6 

ctgtcggctg gtggaggagg aa 22 



<210> 7 

<211> 32 

<212> DNA 

40 <213> Homo sapiens 

<400> 7 

cgagctcatg gtggggaggg agaaagaact gt 32 



<210> 8 

<211> 6 

<212> DNA 

<213> Homo sapiens 

<400> 8 
aataaa 



55 <210> 9 

<211> 19 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (19) 

<223> synthesized peptide 
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<400> 9 



Val Gly Arg Glu Lys Glu Leu Ser lie His Phe Val Pro Gly Ser Asn 
15 10 15 



Glu Leu Val 



10 



15 



25 



30 



35 



40 



45 



50 



55 



60 



65 



<210> 10 

<211> 38 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 
.(38) 

20 <223> y = t or c; r = g or a; n - g or a or t or c; s - g or c; w « a 
m = a or c; h = a or c or t 



<222> 


(1) - 


<223> 


y = 




or t 


<400> 


10 


gtnggnmgng i 


<210> 


11 


<211> 


14 


<212> 


DNA 


<213> 


Homo 


<400> 


11 


gacggcgggc i 


<210> 


12 


<211> 


12 


<212> 


PRT 


<213> 


Homo 


<400> 


12 


Arg Val Leu 


1 




<210> 


13 


<211> 


6 


<212> 


PRT 


<213> 


Homo 


<400> 


13 


Asp Tyr Val 


1 




<210> 


14 


<211> 


17 


<212> 


PRT 


<213> 


Homo 


<400> 


14 



38 



14 



10 
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Leu Asp Pro Ser lie Lys Gly Thr Phe His Trp Ser Gly Asn Glu Gin 
1 5 10 15 



5 Thr 



<210> 15 

10 <211> 35 

<212> DNA 

<213> Homo sapiens 



15 <220> 

<221> misc_feature 
<222> (1)..(35) 

<223> y = t or c; r = g or a; n = g or a or t or c; s - g or c; w = a 
or t; 

20 

<400> 15 

gtytgytcrt tnccnswcca rtgraangtn ccytt 35 



25 <210> 16 

<211> 1867 

<212> DNA 

<213> Homo sapiens 

30 

<220> 

<221> CDS 

<222> (61) . . (1062) 



35 <400> 16 

cgtcgatcct gggttggagg aggtggcggc cgctgaggct gcggcgtgaa gacggcgggc 60 

at 9 gtg ggg egg gag aaa gaa ctg tct ata cac ttt gtt ccc ggg age 108 
Met Val Gly Arg Glu Lys Glu Leu Ser lie His Phe Val Pro Gly Ser 
40 1 5 10 15 



tgt egg ctg gtg gag gag gaa gtt aac ate cct aat agg agg gtt ctg 156 
Cys Arg Leu Val Glu Glu Glu Val Asn lie Pro Asn Arg Arg Val Leu 
20 25 30 

45 

gtt act ggt gee act ggg ctt ctt ggc aga get gta cac aaa gaa ttt 204 
Val Thr Gly Ala Thr Gly Leu Leu Gly Arg Ala Val His Lys Glu Phe 
35 40 45 

50 cag cag aat aat tgg cat gca gtt ggc tgt ggt ttc aga aga gca aga 252 
Gin Gin Asn Asn Trp His Ala Val Gly Cys Gly Phe Arg Arg Ala Arg 
50 55 60 



cca aaa ttt gaa cag gtt aat ctg ttg gat tct aat gca gtt cat cac 300 
55 Pro Lys Phe Glu Gin Val Asn Leu Leu Asp Ser Asn Ala Val His His 
65 70 75 80 

ate att cat gat ttt cag ccc cat gtt ata gta cat tgt gca gca gag 348 
He He His Asp Phe Gin Pro His Val He Val His Cys Ala Ala Glu 
60 85 90 95 



aga aga cca gat gtt gta gaa aat cag cca gat get gee tct caa ctt 3 96 

Arg Arg Pro Asp Val Val Glu Asn Gin Pro Asp Ala Ala Ser Gin Leu 
100 105 110 

65 



-5- 



aat gtg gat get tct ggg aat tta gca aag gaa gca get get gtt gga 444 
Asn Val Asp Ala Ser Gly Asn Leu Ala Lys Glu Ala Ala Ala Val Gly 
115 120 125 

5 

gca ttt etc ate tac att age tea gat tat gta ttt gat gga aca aat 492 
Ala Phe Leu lie Tyr lie Ser Ser Asp Tyr Val Phe Asp Gly Thr Asn 
130 135 140 

10 cca cct tac aga gag gaa gac ata cca get ccc eta aat ttg tat ggc 540 
Pro Pro Tyr Arg Glu Glu Asp lie Pro Ala Pro Leu Asn Leu Tyr Gly 
145 150 155 160 

aaa aca aaa tta gat gga gaa aag get gtc ctg gag aac aat eta gga 588 
15 Lys Thr Lys Leu Asp Gly Glu Lys Ala Val Leu Glu Asn Asn Leu Gly 

165 170 175 

get get gtt ttg agg att cct att ctg tat ggg gaa gtt gaa aag etc 636 
Ala Ala Val Leu Arg He Pro He Leu Tyr Gly Glu Val Glu Lys Leu 
20 180 185 " 190 

gaa gaa agt get gtg act gtt atg ttt gat aaa gtg cag ttc age aac 684 
Glu Glu Ser Ala Val Thr Val Met Phe Asp Lys Val Gin Phe Ser Asn 
195 200 205 

25 

aag tea gca aac atg gat cac tgg cag cag agg ttc ccc aca cat gtc 732 
Lys Ser Ala Asn Met Asp His Trp Gin Gin Arg Phe Pro Thr His Val 
210 215 220 

30 aaa gat gtg gee act gtg tgc egg cag eta gca gag aag aga atg ctg 780 
Lys Asp Val Ala Thr Val Cys Arg Gin Leu Ala Glu Lys Arg Met Leu 
225 230 235 ~ 240 

gat cca tea att aag gga acc ttt cac tgg tct ggc aat gaa cag atg 828 
35 Asp Pro Ser He Lys Gly Thr Phe His Trp Ser Gly Asn Glu Gin Met 

245 250 255 

act aag tat gaa atg gca tgt gca att gca gat gee ttc aac etc ccc 876 
Thr Lys Tyr Glu Met Ala Cys Ala He Ala Asp Ala Phe Asn Leu Pro 
40 260 265 270 

age agt cac tta aga cct att act gac age cct gtc eta gga gca caa 924 
Ser Ser His Leu Arg Pro He Thr Asp Ser Pro Val Leu Gly Ala Gin 
275 280 285 

45 

cgt ccg aga aat get cag ctt gac tgc tec aaa ttg gag acc ttg ggc 972 
Arg Pro Arg Asn Ala Gin Leu Asp Cys Ser Lys Leu Glu Thr Leu Gly 
290 295 300 

50 att ggc caa cga aca cca ttt cga att gga ate aaa gaa tea ctt tgg 1020 
He Gly Gin Arg Thr Pro Phe Arg He Gly He Lys Glu Ser Leu Trp 
305 310 315 320 

cct ttc etc att gac aag aga tgg aga caa acg gtc ttt cat 1062 
55 Pro Phe Leu He Asp Lys Arg Trp Arg Gin Thr Val Phe His 

325 330 

tagtctattt gtgttgggtt cttttttttt taaatgaaaa gtatagtatg tggcactttt 1122 

60 taaagaacaa aggaaatagt tttgtatgag tactttaatt gtgactctta ggatctttca 1182 

ggtaaatgat gctcttgcac tagtgaaatt gtctaaagaa actaaagggc agtcatgccc 1242 

tgtttgcagt aatttttctt tttatcattt tgtttgtcct ggctaaactt ggagtttgag 13 02 

65 
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35 



40 



55 





tacgaccccc 


aaatat t tga 


gagtcaggat 


gaagcagacc 


tgctgtagac 


1362 




dddCCgCCCd 


ctctcgtaac 


ctccataccc 


tcaggatttt 


tgaagctgtt 


1422 


y atL LLC Ltd 




LtCdddLLyL 


g t gaaa t agt 


ataaaaatca 


t tggtgtaca 


1 A Q O 




tgcctgagc t 


cagat caaaa 


tgt t tgaaga 


aaggaacttt 


at t tt tgcaa 


1542 


gCtdCyCdCd 




ctgagacatt 


tcaacatgtt 


atgtatat tg 


gaacttctac 


1602 


agcttgatgc 


ctcctgcttt 


tatagcagtt 


tatggggagc 


acttgaaaga 


gcgtgtgtac 


1662 


atgtattttt 


tttctaggca 


aacattgaat 


gcaaacgtgt 


atttttttaa 


tataaatata 


1722 


taactgtcct 


tttcatccca 


tgttgccgct 


aagtgatatt 


tcatatgtgt 


ggttatactc 


1782 


ataataatgg 


gccttgtaag 


ccttttcacc 


attcatgaat 


aataataaat 


atgtactgct 


1842 


ggcatgtaaa 


aaaaaaaaaa 


aaaaa 








1867 



10 



15 



20 

<210> 17 

<211> 334 

<212> PRT 

25 <213> Homo sapiens 

<400> 17 



Met Val Gly Arg Glu Lys Glu Leu Ser lie His Phe Val Pro Gly Ser 
30 1 5 10 15 



Cys Arg Leu Val Glu Glu Glu Val Asn lie Pro Asn Arg Arg Val Leu 
20 25 30 



Val Thr Gly Ala Thr Gly Leu Leu Gly Arg Ala Val His Lys Glu Phe 
35 40 45 



Gin Gin Asn Asn Trp His Ala Val Gly Cys Gly Phe Arg Arg Ala Arg 
50 55 60 



45 Pro Lys Phe Glu Gin Val Asn Leu Leu Asp Ser Asn Ala Val His His 
65 70 * 75 80 

lie lie His Asp Phe Gin Pro His Val lie Val His Cys Ala Ala Glu 
50 85 90 95 



Arg Arg Pro Asp Val Val Glu Asn Gin Pro Asp Ala Ala Ser Gin Leu 
100 105 110 



Asn Val Asp Ala Ser Gly Asn Leu Ala Lys Glu Ala Ala Ala Val Gly 
115 120 125 

60 

Ala Phe Leu He Tyr He Ser Ser Asp Tyr Val Phe Asp Gly Thr Asn 
130 135 ~ 140 

65 



-7- 




-8- 



tgt egg ctg gtg gag gag gaa gtt aac ate cct aat agg agg gtt ctg 156 
Cys Arg Leu Val Glu Glu Glu Val Asn lie Pro Asn Arg Arg Val Leu 
20 25 30 

5 gtt act ggt gec act ggg ctt ctt ggc aga get gta cac aaa gaa ttt 2 04 

Val Thr Gly Ala Thr Gly Leu Leu Gly Arg Ala Val His Lys Glu Phe 
35 40 45 

cag cag aat aat tgg cat gca gtt ggc tgt ggt ttc aga aga gca aga 2 52 

10 Gin Gin Asn Asn Trp His Ala Val Gly Cys Gly Phe Arg Arg Ala Arg 
50 55 60 

cca aaa ttt gaa cag gtt aat ctg ttg gat tct aat gca gtt cat cac 3 00 

Pro Lys Phe Glu Gin Val Asn Leu Leu Asp Ser Asn Ala Val His His 
15 65 70 75 80 

ate att cat gat ttt cag ccc cat gtt ata gta cat tgt gca gca gag 348 
He He His Asp Phe Gin Pro His Val He Val His Cys Ala Ala Glu 
85 90 95 

20 

aga aga cca gat gtt gta gaa aat cag cca gat get gee tct caa ctt 3 96 

Arg Arg Pro Asp Val Val Glu Asn Gin Pro Asp Ala Ala Ser Gin Leu 
100 105 110 

25 aat gtg gat get tct ggg aat tta gca aag gaa gca get get gtt gga 444 
Asn Val Asp Ala Ser Gly Asn Leu Ala Lys Glu Ala Ala Ala Val Gly 
115 120 125 

gca ttt etc ate tac att age tea gat tat gta ttt gat gga aca aat 492 
30 Ala Phe Leu He Tyr He Ser Ser Asp Tyr Val Phe Asp Gly Thr Asn 
130 135 140 

cca cct tac aga gag gaa gac ata cca get ccc eta aat ttg tat ggc 540 
Pro Pro Tyr Arg Glu Glu Asp He Pro Ala Pro Leu Asn Leu Tyr Gly 
35 145 150 155 160 

aaa aca aaa tta gat gga gaa aag get gtc ctg gag aac aat eta gga 5 88 

Lys Thr Lys Leu Asp Gly Glu Lys Ala Val Leu Glu Asn Asn Leu Gly 
165 170 175 

40 

get get gtt ttg agg att cct att ctg tat ggg gaa gtt gaa aag etc 636 
Ala Ala Val Leu Arg He Pro He Leu Tyr Gly Glu Val Glu Lys Leu 
180 185 190 

45 gaa gaa agt get gtg act gtt atg ttt gat aaa gtg cag ttc age aac 684 
Glu Glu Ser Ala Val Thr Val Met Phe Asp Lys Val Gin Phe Ser Asn 
195 200 205 

aag tea gca aac atg gat cac tgg cag cag agg ttc ccc aca cat gtc 732 
50 Lys Ser Ala Asn Met Asp His Trp Gin Gin Arg Phe Pro Thr His Val 
210 215 220 

aaa gat gtg gee act gtg tgc egg cag eta gca gag aag aga atg ctg 780 
Lys Asp Val Ala Thr Val Cys Arg Gin Leu Ala Glu Lys Arg Met Leu 
55 225 230 235 240 

gat cca tea att aag gga acc ttt cac tgg tct ggc aat gaa cag atg 828 
Asp Pro Ser He Lys Gly Thr Phe His Trp Ser Gly Asn Glu Gin Met 
245 250 255 



60 



65 



act aag tat gaa atg gca tgt gca att gca gat gee ttc aac etc ccc 876 
Thr Lys Tyr Glu Met Ala Cys Ala He Ala Asp Ala Phe Asn Leu Pro 
260 265 270 



-9- 



age agt cac tta aga cct att act gac age cct gtc eta gga gca caa 924 

Ser Ser His Leu Arg Pro lie Thr Asp Ser Pro Val Leu Gly Ala Gin 

275 280 285 

5 cgt ccg aga aat get cag ctt gac tgc tec aaa ttg gag acc ttg ggc 972 

Arg Pro Arg Asn Ala Gin Leu Asp Cys Ser Lys Leu Glu Thr Leu Gly 

290 295 300 

att ggc caa cga aca cca ttt cga att gga ate aaa gaa tea ctt tgg 1020 

10 lie Gly Gin Arg Thr Pro Phe Arg lie Gly lie Lys Glu Ser Leu Trp 

305 310 315 320 



15 



20 



25 



30 



35 



40 



45 



50 



55 



60 



65 



cct ttc etc att gac aag aga tgg aga caa acg gtc ttt cat 1062 
Pro Phe Leu He Asp Lys Arg Trp Arg Gin Thr Val Phe His 









33 0 








tagt ctattt 


gtgttgggtt 


cttttttttt 


taaatgaaaa 


gtatagtatg 


tggcactttt 


1122 


taaagaacaa 


aggaaatagt 


tttgtatgag 


tactttaatt 


gtgactctta 


ggatctttca 


1182 


ggtaaatgat 


gctcttgcac 


tagtgaaatt 


gtctaaagaa 


actaaagggc 


agtcatgccc 


1242 


tgtttgcagt 


aatttttctt 


tttatcattt 


tgtttgtcct 


ggctaaactt 


ggagtttgag 


1302 


tatagtaaat 


tatgatcctt 


aaatatttga 


gagtcaggat 


gaagcagacc 


tgctgtagac 


1362 


ttttcagatg 


aaattgttca 


ttctegtaac 


ctccatattt 


tcaggatttt 


tgaagctgtt 


1422 


gaccttttca 


tgttgattat 


tttaaattgt 


gtgaaatagt 


ataaaaatca 


ttggtgtaca 


1482 


ttatttgett 


tgectgaget 


cagatcaaaa 


tgtttgaaga 


aaggaacttt 


atttttgeaa 


1542 


gttaegtaca 


gtttttatgc 


ttgagatatt 


tcaacatgtt 


atgtatattg 


gaacttctac 


1602 


agettgatge 


ctcctgcttt 


tatagcagtt 


tatggggagc 


acttgaaaga 


gcgtgtgtac 


1662 


atgtattttt 


tttctaggca 


aacattgaat 


gcaaacgtgt 


atttttttaa 


tataaatata . 


1722 


taactgtcct 


tttcatccca 


tgttgccgct 


aagtgatatt 


tcatatgtgt 


ggttatactc 


1782 


ataataatgg 


gccttgtaag 


ccttttcacc 


attcatgaat 


aataataaat 


atgtactgct 


1842 


ggcatgtaaa 


aaaaaaaaaa 


aaaaa 








1867 



<210> 19 

<211> 334 

<212> PRT 

<213> Homo sapiens 

<400> 19 

Met Val Gly Arg Glu Lys Glu He Ser He His Phe Val Pro Gly Ser 
15 10 15 



Cys Arg Leu Val Glu Glu Glu Val Asn He Pro Asn Arg Arg Val Leu 
20 25 30 



Val Thr Gly Ala Thr Gly Leu Leu Gly Arg Ala Val His Lys Glu Phe 
35 40 45 



- 10- 



Gin Gin Asn Asn Trp His Ala Val Gly Cys Gly Phe Arg Arg Ala Arg 
50 55 60 



5 Pro Lys Phe Glu Gin Val Asn Leu Leu Asp Ser Asn Ala Val His His 
65 70 ~* 75 80 



lie lie His Asp Phe Gin Pro His Val lie Val His Cys Ala Ala Glu 
10 85 90 95 



Arg Arg Pro Asp Val Val Glu Asn Gin Pro Asp Ala Ala Ser Gin Leu 
100 105 110 

15 

Asn Val Asp Ala Ser Gly Asn Leu Ala Lys Glu Ala Ala Ala Val Gly 
115 120 125 

20 

Ala Phe Leu lie Tyr lie Ser Ser Asp Tyr Val Phe Asp Gly Thr Asn 
130 135 140 

25 Pro Pro Tyr Arg Glu Glu Asp lie Pro Ala Pro Leu Asn Leu Tyr Gly 
145 150 155 160 

Lys Thr Lys Leu Asp Gly Glu Lys Ala Val Leu Glu Asn Asn Leu Gly 
30 165 170 175 

Ala Ala Val Leu Arg lie Pro lie Leu Tyr Gly Glu Val Glu Lys Leu 
180 185 190 

35 

Glu Glu Ser Ala Val Thr Val Met Phe Asp Lys Val Gin Phe Ser Asn 
195 200 205 

40 

Lys Ser Ala Asn Met Asp His Trp Gin Gin Arg Phe Pro Thr His Val 
210 215 220 

45 Lys Asp Val Ala Thr Val Cys Arg Gin Leu Ala Glu Lys Arg Met Leu 
225 230 235 240 

Asp Pro Ser lie Lys Gly Thr Phe His Trp Ser Gly Asn Glu Gin Met 
50 245 250 255 

Thr Lys Tyr Glu Met Ala Cys Ala lie Ala Asp Ala Phe Asn Leu Pro 
260 265 270 

55 

Ser Ser His Leu Arg Pro lie Thr Asp Ser Pro Val Leu Gly Ala Gin 
275 280 285 

60 

Arg Pro Arg Asn Ala Gin Leu Asp Cys Ser Lys Leu Glu Thr Leu Gly 
290 295 300 

65 
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lie Gly Gin Arg Thr Pro Phe Arg lie Gly lie Lys Glu Ser Leu Trp 
305 310 315 320 



Pro Phe Leu lie Asp Lys Arg Trp Arg Gin Thr Val Phe His 
325 330 

10 <210> 20 

<211> 1867 

<212> DNA 

<213> Homo sapiens 

15 

<220> 

<221> CDS 

<222> (61) . . (1062) 

20 <400> 20 

cgtcgatcct gggttggagg aggtggcggc cgctgaggct gcggcgtgaa gacggcgggc 60 

atg gtg ggg egg gag aaa gaa ctg tct ata cac ttt gtt ccc ggg age 108 
Met Val Gly Arg Glu Lys Glu Leu Ser lie His Phe Val Pro Gly Ser 
25 1 5 10 15 

tgt egg ctg gtg gag gag gaa gtt aac ate cct aat agg agg gtt ate 156 
Cys Arg Leu Val Glu Glu Glu Val Asn lie Pro Asn Arg Arg Val lie 
20 25 30 

30 

gtt act ggt gee act ggg ctt ctt ggc aga get gta cac aaa gaa ttt 2 04 

Val Thr Gly Ala Thr Gly Leu Leu Gly Arg Ala Val His Lys Glu Phe 
35 40 45 

35 cag cag aat aat tgg cat gca gtt ggc tgt ggt ttc aga aga gca aga 252 
Gin Gin Asn Asn Trp His Ala Val Gly Cys Gly Phe Arg Arg Ala Arg 
50 55 60 

cca aaa ttt gaa cag gtt aat ctg ttg gat tct aat gca gtt cat cac 300 
40 Pro Lys Phe Glu Gin Val Asn Leu Leu Asp Ser Asn Ala Val His His 
65 70 75 80 

ate att cat gat ttt cag ccc cat gtt ata gta cat tgt gca gca gag 348 
lie lie His Asp Phe Gin Pro His Val lie Val His Cys Ala Ala Glu 
45 85 90 95 

aga aga cca gat gtt gta gaa aat cag cca gat get gee tct caa ctt 3 96 

Arg Arg Pro Asp Val Val Glu Asn Gin Pro Asp Ala Ala Ser Gin Leu 
100 105 " 110 

50 

aat gtg gat get tct ggg aat tta gca aag gaa gca get get gtt gga 444 

Asn Val Asp Ala Ser Gly Asn Leu Ala Lys Glu Ala Ala Ala Val Gly 

115 120 125 

55 gca ttt etc ate tac att age tea gat tat gta ttt gat gga aca aat 492 
Ala Phe Leu lie Tyr lie Ser Ser Asp Tyr Val Phe Asp Gly Thr Asn 
130 135 140 

cca cct tac aga gag gaa gac ata cca get ccc eta aat ttg tat ggc 540 
60 Pro Pro Tyr Arg Glu Glu Asp He Pro Ala Pro Leu Asn Leu Tyr Gly 
145 150 155 160 

aaa aca aaa tta gat gga gaa aag get gtc ctg gag aac aat eta gga 588 
Lys Thr Lys Leu Asp Gly Glu Lys Ala Val Leu Glu Asn Asn Leu Gly 
65 165 170 175 
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get get gtt ttg agg att cct att ctg tat ggg gaa gtt gaa aag etc 636 

Ala Ala Val Leu Arg lie Pro He Leu Tyr Gly Glu Val Glu Lys Leu 
180 185 190 

5 

gaa gaa agt get gtg act gtt atg ttt gat aaa gtg cag ttc age aac 684 

Glu Glu Ser Ala Val Thr Val Met Phe Asp Lys Val Gin Phe Ser Asn 
195 200 205 

10 aag tea gca aac atg gat cac tgg cag cag agg ttc ccc aca cat gtc 732 
Lys Ser Ala Asn Met Asp His Trp Gin Gin Arg Phe Pro Thr His Val 
210 215 220 

aaa gat gtg gec act gtg tgc egg cag eta gca gag aag aga atg ctg 780 
15 Lys Asp Val Ala Thr Val Cys Arg Gin Leu Ala Glu Lys Arg Met Leu 
225 230 235 240 

gat cca tea att aag gga acc ttt cac tgg tct ggc aat gaa cag atg 82 8 

Asp Pro Ser He Lys Gly Thr Phe His Trp Ser Gly Asn Glu Gin Met 
20 245 250 255 

act aag tat gaa atg gca tgt gca att gca gat gec ttc aac etc ccc 876 

Thr Lys Tyr Glu Met Ala Cys Ala He Ala Asp Ala Phe Asn Leu Pro 
260 265 270 

25 

age agt cac tta aga cct att act gac age cct gtc eta gga gca caa 924 

Ser Ser His Leu Arg Pro He Thr Asp Ser Pro Val Leu Gly Ala Gin 
275 280 285 

30 cgt ccg aga aat get cag ctt gac tgc tec aaa ttg gag acc ttg ggc 972 
Arg Pro Arg Asn Ala Gin Leu Asp Cys Ser Lys Leu Glu Thr Leu Gly 
290 295 300 

att ggc caa cga aca cca ttt cga att gga ate aaa gaa tea ctt tgg 1020 
35 He Gly Gin Arg Thr Pro Phe Arg He Gly He Lys Glu Ser Leu Trp 
305 310 315 320 

cct ttc etc att gac aag aga tgg aga caa acg gtc ttt cat 1062 
Pro Phe Leu He Asp Lys Arg Trp Arg Gin Thr Val Phe His 

40 

1122 
1182 
1242 
1302 

50 tatagtaaat tatgatcctt aaatatttga gagtcaggat gaagcagacc tgctgtagac 1362 

1422 
1482 
1542 
1602 

60 agettgatge ctcctgcttt tatagcagtt tatggggagc acttgaaaga gcgtgtgtac 1662 

1722 

.. „ , ^ 1782 

65 



45 



55 





325 




330 






tagtctattt 


gtgttgggtt 


cttttttttt 


taaatgaaaa 


gtatagtatg 


tggcactttt 


taaagaacaa 


aggaaatagt 


tttgtatgag 


tactttaatt 


gtgactctta 


ggatctttca 


ggtaaatgat 


gctcttgcac 


tagtgaaatt 


gtctaaagaa 


actaaagggc 


agtcatgccc 


tgtttgcagt 


aatttttctt 


tttatcattt 


tgtttgtcct 


ggctaaactt 


ggagtttgag 


tatagtaaat 


tatgatcctt 


aaatatttga 


gagtcaggat 


gaagcagacc 


tgctgtagac 


ttttcagatg 


aaattgttca 


ttctegtaac 


ctccatattt 


tcaggatttt 


tgaagctgtt 


gaccttttca 


tgttgattat 


tttaaattgt 


gtgaaatagt 


ataaaaatea 


ttggtgtaca 


ttatttgett 


tgectgaget 


cagatcaaaa 


tgtttgaaga 


aaggaacttt 


atttttgeaa 


gttaegtaca 


gtttttatgc 


ttgagatatt 


tcaacatgtt 


atgtatattg 


gaacttctac 


agettgatge 


ctcctgcttt 


tatagcagtt 


tatggggagc 


acttgaaaga 


gcgtgtgtac 


atgtattttt 


tttctaggca 


aacattgaat 


gcaaacgtgt 


atttttttaa 


tataaatata 


taactgtcct 


tttcatccca 


tgttgccgct 


aagtgatatt 


tcatatgtgt 


ggttatactc 
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ataataatgg gccttgtaag ccttttcacc attcatgaat aataataaat atgtactgct 1842 



10 



15 



20 



ggcatgtaaa aaaaaaaaaa aaaaa 1867 

<210> 21 

<211> 334 

<212> PRT 

<213> Homo sapiens 

<400> 21 

Met Val Gly Arg Glu Lys Glu Leu Ser lie His Phe Val Pro Gly Ser 
15 10 15 

Cys Arg Leu Val Glu Glu Glu Val Asn lie Pro Asn Arg Arg Val lie 
20 25 30 

Val Thr Gly Ala Thr Gly Leu Leu Gly Arg Ala Val His Lys Glu Phe 
35 40 45 



25 Gin Gin Asn Asn Trp His Ala Val Gly Cys Gly Phe Arg Arg Ala Arg 
50 55 60 



Pro Lys Phe Glu Gin Val Asn Leu Leu Asp Ser Asn Ala Val His His 
30 65 70 75 80 

lie lie His Asp Phe Gin Pro His Val lie Val His Cys Ala Ala Glu 
85 90 95 

35 

Arg Arg Pro Asp Val Val Glu Asn Gin Pro Asp Ala Ala Ser Gin Leu 
100 105 110 

40 

Asn Val Asp Ala Ser Gly Asn Leu Ala Lys Glu Ala Ala Ala Val Gly 
115 120 125 

45 Ala Phe Leu lie Tyr lie Ser Ser Asp Tyr Val Phe Asp Gly Thr Asn 
- 130 135 140 



Pro Pro Tyr Arg Glu Glu Asp lie Pro Ala Pro Leu Asn Leu Tyr Gly 
50 145 150 155 160 

Lys Thr Lys Leu Asp Gly Glu Lys Ala Val Leu Glu Asn Asn Leu Gly 
165 170 175 

55 

Ala Ala Val Leu Arg lie Pro lie Leu Tyr Gly Glu Val Glu Lys Leu 
180 185 190 

60 

Glu Glu Ser Ala Val Thr Val Met Phe Asp Lys Val Gin Phe Ser Asn 
195 200 205 

65 
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Lys Ser Ala Asn Met Asp His Trp Gin Gin Arg Phe Pro Thr His Val 
210 215 220 

5 Lys Asp Val Ala Thr Val Cys Arg Gin Leu Ala Glu Lys Arg Met Leu 
225 230 235 240 

Asp Pro Ser lie Lys Gly Thr Phe His Trp Ser Gly Asn Glu Gin Met 
245 250 255 

10 

Thr Lys Tyr Glu Met Ala Cys Ala lie Ala Asp Ala Phe Asn Leu Pro 
260 265 270 

15 

Ser Ser His Leu Arg Pro lie Thr Asp Ser Pro Val Leu Gly Ala Gin 
275 280 285 

20 Arg Pro Arg Asn Ala Gin Leu Asp Cys Ser Lys Leu Glu Thr Leu Gly 
290 295 300 

lie Gly Gin Arg Thr Pro Phe Arg lie Gly lie Lys Glu Ser Leu Trp 
25 305 310 315 320 

Pro Phe Leu lie Asp Lys Arg Trp Arg Gin Thr Val Phe His 
325 330 

30 

<210> 22 
<211> 1867 
<212> DNA 
35 <213> Homo sapiens 

<220> 

<221> CDS 
40 <222> (61).. (1062) 

<400> 22 

cgtcgatcct gggttggagg aggtggcggc cgctgaggct gcggcgtgaa gacggcgggc 60 

45 atg gtg ggg egg gag aaa gaa ctg tct ata cac ttt gtt ccc ggg age 108 
Met Val Gly Arg Glu Lys Glu Leu Ser lie His Phe Val Pro Gly Ser 
15 10 15 

tgt egg ctg gtg gag gag gaa gtt aac ate cct aat agg agg gtt ctg 156 
50 Cys Arg Leu Val Glu Glu Glu Val Asn lie Pro Asn Arg Arg Val Leu 
20 25 30 

gtt act ggt gee act ggg ctt ctt ggc aga get gta cac aaa gaa ttt 204 
Val Thr Gly Ala Thr Gly Leu Leu Gly Arg Ala Val His Lys Glu Phe 
55 3 5 4 0 4 5 

cag cag aat aat tgg cat gca gtt ggc tgt ggt ttc aga aga gca aga 2 52 

Gin Gin Asn Asn Trp His Ala Val Gly Cys Gly Phe Arg Arg Ala Arg 
50 55 60 



60 



65 



cca aaa ttt gaa cag gtt aat ctg ttg gat tct aat gca gtt cat cac 300 
Pro Lys Phe Glu Gin Val Asn Leu Leu Asp Ser Asn Ala Val His His 
65 70 75 80 
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ate att cat gat ttt cag ccc cat gtt ata gta cat tgt gca gca gag 348 
He He His Asp Phe Gin Pro His Val He Val His Cys Ala Ala Glu 
85 90 95 

5 aga aga cca gat gtt gta gaa aat cag cca gat get gec tct caa ctt 3 96 

Arg Arg Pro Asp Val Val Glu Asn Gin Pro Asp Ala Ala Ser Gin Leu 
100 105 110 

aat gtg gat get tct ggg aat tta gca aag gaa gca get get gtt gga 444 
10 Asn Val Asp Ala Ser Gly Asn Leu Ala Lys Glu Ala Ala Ala Val Gly 
115 120 125 

gca ttt etc ate tac att age tea gat tat gta ttt gat gga aca aat 492 
Ala Phe Leu He Tyr He Ser Ser Asp Tyr Val Phe Asp Gly Thr Asn 
15 130 135 140 

cca cct tac aga gag gaa gac ata cca get ccc eta aat ttg tat ggc 540 

Pro Pro Tyr Arg Glu Glu Asp He Pro Ala Pro Leu Asn Leu Tyr Gly 

145 150 155 " 160 

20 

aaa aca aaa tta gat gga gaa aag get gtc ctg gag aac aat ate gga 588 

Lys Thr Lys Leu Asp Gly Glu Lys Ala Val Leu Glu Asn Asn He Gly 
165 170 175 

25 get get gtt ttg agg att cct att ctg tat ggg gaa gtt gaa aag etc 636 
Ala Ala Val Leu Arg He Pro He Leu Tyr Gly Glu Val Glu Lys Leu 
180 185 190 

gaa gaa agt get gtg act gtt atg ttt gat aaa gtg cag ttc age aac 684 
30 Glu Glu Ser Ala Val Thr Val Met Phe Asp Lys Val Gin Phe Ser Asn 
195 200 205 

aag tea gca aac atg gat cac tgg cag cag agg ttc ccc aca cat gtc 732 
Lys Ser Ala Asn Met Asp His Trp Gin Gin Arg Phe Pro Thr His Val 
35 210 215 220 

aaa gat gtg gee act gtg tgc egg cag eta gca gag aag aga atg ctg 780 

Lys Asp Val Ala Thr Val Cys Arg Gin Leu Ala Glu Lys Arg Met Leu 
225 230 235 ~ 240 

40 

gat cca tea att aag gga acc ttt cac tgg tct ggc aat gaa cag atg 828 

Asp Pro Ser He Lys Gly Thr Phe His Trp Ser Gly Asn Glu Gin Met 
245 250 255 

45 act aag tat gaa atg gca tgt gca att gca gat gee ttc aac etc ccc 876 
Thr Lys Tyr Glu Met Ala Cys Ala He Ala Asp Ala Phe Asn Leu Pro 
260 265 270 

age agt cac tta aga cct att act gac age cct gtc eta gga gca caa 924 
50 Ser Ser His Leu Arg Pro He Thr Asp Ser Pro Val Leu Gly Ala Gin 
275 280 285 

cgt ccg aga aat get cag ctt gac tgc tec aaa ttg gag acc ttg ggc 972 
Arg Pro Arg Asn Ala Gin Leu Asp Cys Ser Lys Leu Glu Thr Leu Gly 
55 290 295 " ~ 3 00 

att ggc caa cga aca cca ttt cga att gga ate aaa gaa tea ctt tgg 1020 
He Gly Gin Arg Thr Pro Phe Arg He Gly He Lys Glu Ser Leu Trp 
305 310 315 320 



60 



65 



cct ttc etc att gac aag aga tgg aga caa acg gtc ttt cat 1062 
Pro Phe Leu He Asp Lys Arg Trp Arg Gin Thr Val Phe His 
325 330 
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tagtctat tt 


gtgttgggtt 


cttttttttt 


taaatgaaaa 


gtatagtatg 


tggcactttt 


1122 




taaagaacaa 


aggaaatagt 


tttgtatgag 


tactttaatt 


gtgactctta 


ggatctttca 


1182 


O 


ggtaaatgat 


gctcttgcac 


tagtgaaatt 


gtctaaagaa 


actaaagggc 


agtcatgccc 


1242 




tgtt tgcagt 


aat ttttctt 


tttatcattt 


tgtttgtcct 


ggctaaactt 


ggagtttgag 


1302 


10 


tatagtaaat 


tatgatcctt 


aaatatttga 


gagtcaggat 


gaagcagacc 


tgctgtagac 


1362 


ttttcagatg 


aaattgttca 


ttctegtaac 


ctccatattt 


tcaggatttt 


tgaagctgtt 


1422 




gaccttttca 


tgttgattat 


tttaaattgt 


gtgaaatagt 


ataaaaatca 


ttggtgtaca 


1482 


1 D 


ttatttgett 


tgectgaget 


cagatcaaaa 


tgtttgaaga 


aaggaacttt 


atttttgeaa 


1542 




gttaegtaca 


gtttttatgc 


ttgagatatt 


tcaacatgtt 


atgtatattg 


gaacttctac 


1602 


20 


agettgatge 


ctcctgcttt 


tatagcagtt 


tatggggagc 


acttgaaaga 


gcgtgtgtac 


1662 


atgtattttt 


tttctaggca 


aacattgaat 


gcaaacgtgt 


atttttttaa 


tataaatata 


1722 




taactgtcct 


tttcatccca 


tgttgccgct 


aagtgatatt 


tcatatgtgt 


ggttatactc 


1782 


25 


ataataatgg 


gccttgtaag 


ccttttcacc 


attcatgaat 


aataataaat 


atgtactgct 


1842 




ggcatgtaaa 


aaaaaaaaaa 


aaaaa 








1867 



30 <210> 23 

<211> 334 

<212> PRT 

<213> Homo sapiens 

35 <400> 23 

Met Val Gly Arg Glu Lys Glu Leu Ser lie His Phe Val Pro Gly Ser 
15 10 15 

40 

Cys Arg Leu Val Glu Glu Glu Val Asn lie Pro Asn Arg Arg Val Leu 
20 25 30 

45 Val Thr Gly Ala Thr Gly Leu Leu Gly Arg Ala Val His Lys Glu Phe 
35 40 45 



Gin Gin Asn Asn Trp His Ala Val Gly Cys Gly Phe Arg Arg Ala Arg 
50 50 55 60 



Pro Lys Phe Glu Gin Val Asn Leu Leu Asp Ser Asn Ala Val His His 
65 70 75 80 

55 

lie lie His Asp Phe Gin Pro His Val lie Val" His Cys Ala Ala Glu 
85 90 ~ 95 

60 

Arg Arg Pro Asp Val Val Glu Asn Gin Pro Asp Ala Ala Ser Gin Leu 
100 105 110 

65 
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Asn Val Asp Ala Ser Gly Asn Leu Ala Lys Glu Ala Ala Ala Val Gly 
115 120 125 

5 Ala Phe Leu lie Tyr lie Ser Ser Asp Tyr Val Phe Asp Gly Thr Asn 
130 135 140 



Pro Pro Tyr Arg Glu Glu Asp lie Pro Ala Pro Leu Asn Leu Tyr Gly 
10 145 150 155 160 



Lys Thr Lys Leu Asp Gly Glu Lys Ala Val Leu Glu Asn Asn lie Gly 
165 170 175 

15 

Ala Ala Val Leu Arg lie Pro lie Leu Tyr Gly Glu Val Glu Lys Leu 
180 185 190 

20 

Glu Glu Ser Ala Val Thr Val Met Phe Asp Lys Val Gin Phe Ser Asn 
195 200 205 

25 Lys Ser Ala Asn Met Asp His Trp Gin Gin Arg Phe Pro Thr His Val 
210 215 220 

Lys Asp Val Ala Thr Val Cys Arg Gin Leu Ala Glu Lys Arg Met Leu 
30 225 230 235 ~ 240 

Asp Pro Ser lie Lys Gly Thr Phe His Trp Ser Gly Asn Glu Gin Met 
245 250 255 

35 

Thr Lys Tyr Glu Met Ala Cys Ala He Ala Asp Ala Phe Asn Leu Pro 
260 265 270 

40 

Ser Ser His Leu Arg Pro He Thr Asp Ser Pro Val Leu Gly Ala Gin 
275 280 285 

45 Arg Pro Arg Asn Ala Gin Leu Asp Cys Ser Lys Leu Glu Thr Leu Gly 
290 295 300 

He Gly Gin Arg Thr Pro Phe Arg He Gly He Lys Glu Ser Leu Trp 
50 305 310 315 "* 320 

Pro Phe Leu He Asp Lys Arg Trp Arg Gin Thr Val Phe His 
325 ~ ^ 330 

55 

<210> 24 
<211> 1850 
<212> DNA 
60 <213> Homo sapiens 

<220> 

<221> CDS 
65 <222> (61) . . (1062) 
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<400> 24 

cgtcgatcct gggttggagg aggtggcggc cgctgaggct gcggcgtgaa gacggcgggc 60 

5 atg gtg ggg egg gag aaa gaa ctg tct ata cac ttt gtt ccc ggg age 108 
Met Val Gly Arg Glu Lys Glu Leu Ser lie His Phe Val Pro Gly Ser 
15 10 15 

tgt egg ctg gtg gag gag gaa gtt aac ate cct aat agg agg gtt ctg 156 
10 Cys Arg Leu Val Glu Glu Glu Val Asn lie Pro Asn Arg Arg Val Leu 
20 25 30 

gtt act ggt gec act ggg ctt ctt ggc aga get gta cac aaa gaa ttt 204 
Val Thr Gly Ala Thr Gly Leu Leu Gly Arg Ala Val His Lys Glu Phe 
15 35 40 45 

cag cag aat aat tgg cat gca gtt ggc tgt ggt ttc aga aga gca aga 252 
Gin Gin Asn Asn Trp His Ala Val Gly Cys Gly Phe Arg Arg Ala Arg 
50 55 60 

20 

cca aaa ttt gaa cag gtt aat ctg ttg gat tct aat gca gtt cat cac 300 
Pro Lys Phe Glu Gin Val Asn Leu Leu Asp Ser Asn Ala Val His His 
65 70 75 80 

25 ate att cat gat ttt cag ccc cat gtt ata gta cat tgt gca gca gag 348 
He He His Asp Phe Gin Pro His Val He Val His Cys Ala Ala Glu 
85 90 95 

aga aga cca gat gtt gta gaa aat cag cca gat get gee tct caa ctt 396 
30 Arg Arg Pro Asp Val Val Glu Asn Gin Pro Asp Ala Ala Ser Gin Leu 
100 105 110 

aat gtg gat get tct ggg aat tta gca aag gaa gca get get gtt gga 444 
Asn Val Asp Ala Ser Gly Asn Leu Ala Lys Glu Ala Ala Ala Val Gly 
35 115 120 125 

gca ttt etc ate tac att age tea gat tat gta ttt gat gga aca aat 492 

Ala Phe Leu He Tyr He Ser Ser Asp Tyr Val Phe Asp Gly Thr Asn 
130 135 140 

40 

cca cct tac aga gag gaa gac ata cca get ccc eta aat ttg tat ggc 540 

Pro Pro Tyr Arg Glu Glu Asp He Pro Ala Pro Leu Asn Leu Tyr Gly 
145 150 155 160 

45 aaa aca aaa tta gat gga gaa aag get gtc ctg gag aac aat eta gga 588 
Lys Thr Lys Leu Asp Gly Glu Lys Ala Val Leu Glu Asn Asn Leu Gly 
165 170 175 

get get gtt ttg agg att cct att ctg tat ggg gaa gtt gaa aag etc 636 
50 Ala Ala Val Leu Arg He Pro He Leu Tyr Gly Glu Val Glu Lys Leu 
180 185 190 

gaa gaa agt get gtg act gtt atg ttt gat aaa gtg cag ttc age aac 684 
Glu Glu Ser Ala Val Thr Val Met Phe Asp Lys Val Gin Phe Ser Asn 
55 195 200 205 

aag tea gca aac atg gat cac tgg cag cag agg ttc ccc aca cat gtc 732 
Lys Ser Ala Asn Met Asp His Trp Gin Gin Arg Phe Pro Thr His Val 
210 215 220 



60 



65 



aaa gat gtg gee act gtg tgc egg cag eta gca gag aag aga atg ctg 78 0 

Lys Asp Val Ala Thr Val Cys Arg Gin Leu Ala Glu Lys Arg Met Leu 
225 230 235 ~ 240 
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gat cca tea att aag gga acc ttt cac tgg tct ggc aat gaa cag atg 828 

Asp Pro Ser lie Lys Gly Thr Phe His Trp Ser Gly Asn Glu Gin Met 

245 250 255 

5 act aag tat gaa atg gca tgt gca att gca gat gec ttc aac ate ccc 876 

Thr Lys Tyr Glu Met Ala Cys Ala lie Ala Asp Ala Phe Asn lie Pro 

260 265 270 

age agt cac tta aga cct att act gac age cct gtc eta gga gca caa 924 

10 Ser Ser His Leu Arg Pro lie Thr Asp Ser Pro Val Leu Gly Ala Gin 
275 280 285 

cgt ccg aga aat get cag ctt gac tgc tec aaa ttg gag acc ttg ggc 972 

Arg Pro Arg Asn Ala Gin Leu Asp Cys Ser Lys Leu Glu Thr Leu Gly 

15 290 295 300 

att ggc caa cga aca cca ttt cga att gga ate aaa gaa tea ctt tgg 1020 

lie Gly Gin Arg Thr Pro Phe Arg lie Gly lie Lys Glu Ser Leu Trp 
305 310 315 320 



60 



65 



cct ttc etc att gac aag aga tgg aga caa acg gtc ttt cat 1062 
Pro Phe Leu lie Asp Lys Arg Trp Arg Gin Thr Val Phe His 



20 



25 



30 



35 



40 



45 



50 



<210> 25 

55 <211> 334 

<212> PRT 

<213> Homo sapiens 





325 




330 








tagtctattt 


gtgttgggtt 


cttttttttt 


taaatgaaaa 


gtatagtatg 


tggcactttt 


1122 


taaagaacaa 


aggaaatagt 


tttgtatgag 


tactttaatt 


gtgactctta 


ggatctttca 


1182 


ggtaaatgat 


gctcttgcac 


tagtgaaatt 


gtctaaagaa 


actaaagggc 


agtcatgccc 


1242 


tgtttgcagt 


aatttttctt 


tttatcattt 


tgtttgtcct 


ggctaaactt 


ggagtttgag 


1302 


tatagtaaat 


tatgatcctt 


aaatatttga 


gagtcaggat 


gaagcagacc 


tgctgtagac 


1362 


ttttcagatg 


aaattgttca 


ttctegtaac 


ctccatattt 


tcaggatttt 


tgaagctgtt 


1422 


gaccttttca 


tgttgattat 


tttaaattgt 


gtgaaatagt 


ataaaaatca 


ttggtgtaca 


1482 


ttatttgett 


tgectgaget 


cagateaaaa 


tgtttgaaga 


aaggaacttt 


atttttgeaa 


1542 


gttaegtaca 


gtttttatgc 


ttgagatatt 


tcaacatgtt 


atgtatattg 


gaacttctac 


1602 


agettgatge 


ctcctgcttt 


tatagcagtt 


tatggggagc 


acttgaaaga 


gcgtgtgtac 


1662 


atgtattttt 


tttctaggca 


aacattgaat 


gcaaacgtgt 


atttttttaa 


tataaatata 


1722 


taactgtcct 


tttcatccca 


tgttgccgct 


aagtgatatt 


tcatatgtgt 


ggttatactc 


1782 


ataataatgg 


gccttgtaag 


ccttttcacc 


attcatgaat 


aataataaat 


atgtactgct 


1842 


ggcatgta 












1850 



<400> 25 

Met Val Gly Arg Glu Lys Glu Leu Ser lie His Phe Val Pro Gly Ser 
15 10 15 



-20 



Cys Arg Leu Val Glu Glu Glu Val Asn lie Pro Asn Arg Arg Val Leu 
20 25 30 

5 Val Thr Gly Ala Thr Gly Leu Leu Gly Arg Ala Val His Lys Glu Phe 
35 40 45 



Gin Gin Asn Asn Trp His Ala Val Gly Cys Gly Phe Arg Arg Ala Arg 
10 50 55 60 



Pro Lys Phe Glu Gin Val Asn Leu Leu Asp Ser Asn Ala Val His His 
65 70 * 75 80 

15 

lie lie His Asp Phe Gin Pro His Val lie Val His Cys Ala Ala Glu 
85 90 95 

20 

Arg Arg Pro Asp Val Val Glu Asn Gin Pro Asp Ala Ala Ser Gin Leu 
100 105 110 

25 Asn Val Asp Ala Ser Gly Asn Leu Ala Lys Glu Ala Ala Ala Val Gly 
115 120 125 

Ala Phe Leu lie Tyr lie Ser Ser Asp Tyr Val Phe Asp Gly Thr Asn 
30 130 135 140 



Pro Pro Tyr Arg Glu Glu Asp lie Pro Ala Pro Leu Asn Leu Tyr Gly 
145 150 155 " 160 

35 

Lys Thr Lys Leu Asp Gly Glu Lys Ala Val Leu Glu Asn Asn Leu Gly 
165 170 175 

40 

Ala Ala Val Leu Arg lie Pro lie Leu Tyr Gly Glu Val Glu Lys Leu 
180 185 190 

45 Glu Glu Ser Ala Val Thr Val Met Phe Asp Lys Val Gin Phe Ser Asn 
1.95 200 205 

Lys Ser Ala Asn Met Asp His Trp Gin Gin Arg Phe Pro Thr His Val 
50 210 215 220 



Lys Asp Val Ala Thr Val Cys Arg Gin Leu Ala Glu Lys Arg Met Leu 
225 230 235 240 

55 

Asp Pro Ser lie Lys Gly Thr Phe His Trp Ser Gly Asn Glu Gin Met 
245 250 255 

60 

Thr Lys Tyr Glu Met Ala Cys Ala lie Ala Asp Ala Phe Asn lie Pro 
260 265 270 

65 
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Ser Ser His Leu Arg Pro lie Thr Asp Ser Pro Val Leu Gly Ala Gin 
275 280 285 



Arg Pro Arg Asn Ala Gin Leu Asp Cys Ser Lys Leu Glu Thr Leu Gly 
290 295 300 



lie Gly Gin Arg Thr Pro Phe Arg lie Gly lie Lys Glu Ser Leu Trp 
10 305 310 315 320 



15 



25 



30 



Pro Phe Leu lie Asp Lys Arg Trp Arg Gin Thr Val Phe His 
325 330 



<210> 26 

<211> 38 

<212> DNA 

20 <213> Homo sapiens 

<400> 26 

ggccacgcgt cgactagtac tttttttttt tttttttt 38 



<210> 27 

<211> 7 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<222> (1) . . (7) 

35 <223> n = g or a or t or 

<400> 27 
gnnatgg 

40 
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